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The environment is a key determinant of the conformational prefernces of biological macromolecules. While most structurally-focused studies examine biomolecules in aqueous solvent environments rather than actual cellular environments, the effect of crowded cellular conditions on biomolecular structure and dynamics is largely unclear. Results from recent simulations are presented to examine the conformational sampling of a model peptide in dense protein environments. The consideration of both entropic and enthalpic contributions suggests that peptides may partially unfold under crowded conditions while maintaining compact conformations.
